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Biophysical properties of molecules

Biomolecular interactions

Biosensing and calorimetry

www.ceitec.eu

Thermodynamics

Protein stability

Crystallization of biomolecules

Dynamic (Static) Light Scattering 
(DLS, SLS)

Particle size analysis.
Molar mass determination.
Determination of sample 
homogeneity/dispersity.

DelsaMax Core
 (Beckman Coulter) 

Crystal storage and inspection

Minstrel HT-UV + Gallery HT Incubator 
(Rigaku)

Protein crystal imaging and 
monitoring. 

Find microcrystals in 
precipitated drops. Distinguish 

protein crystals from non-
protein crystals.

High-throughput crystallization techniques

Automated drop 
setters for reducing 
the total amount of 
high purity protein 

needed for screening 
experiments.

Phoenix DT (Rigaku)

Microscale thermophoresis 
(MST)

Surface Plasmon Resonance 
(SPR)

Biomolecular interactions characterization. 
Specificity, affinity, kinetics. 

Real-time, quick monitoring.

Simultaneous detection of 
multiple analytes at a time 
using independent sensing 
channels of the sensor.

Ultralow volume handling.
Assay development and 
Screening assays.
Microarray-based analysis.
Arraying of DNA and proteins, 
loading of biosensors and the 
preparation of MALDI targets.

BiaCore T200 
(GEHealthcare)

Microdeposition system 
for biosensor arrays 

(SCIENION AG)

SPR Imaging system
 (AV ČR)

Monolith NT. 115 Nano
 (NanoTemper)

Circular Dichroism (CD)

J-815 (Jasco) Secondary, 
tertiary structure 
characterization.
Study of 
conformational 
stability of proteins.
Detection of 
conformational 
changes upon 
protein-ligand 
interaction.

Differential Scanning Calorimetry 
(DSC)

VP-DSC (Malvern)

Investigation of thermal 
stability of biomolecules.
Heat capacity determination.

Biomolecular interactions characterization.
Affinity, thermodynamics.
Quick, low sample consumption.

Isothermal Titration Calorimetry (ITC)

Biomolecular interactions characterization. 
Enzyme kinetics.
Complete thermodynamic profile. 

AutoITC200
 (Malvern)

VP-ITC (Malvern)

Analytical Ultracentrifugation (AUC)

Molecular weight 
determination.
Oligomeric state 
investigation.
Characterization of 
interacting systems.
Determination of sample 
homogeneity/dispersity.

ProteomeLab XL-I 
(Beckman Coulter) 

Differential scanning fluorimetry  
(DSF)

Rapid analysis of protein folding and stability.
Chemical and thermal unfolding.

Label-free detection.

Prometheus NT.48 
(NanoTemper) 

Advanced crystallization techniques

LCP Mosquito (TTp Labtech)

Liquid handlers for simple, 
fast and accurate crystal 

screen optimisation. 
Automated membrane 

protein screening, 
optimisation and scale-up.

Dragonfly 
(TTp Labtech)

TG40 (Centeo)

Up to 40 temperature controlled 
bio-crystallization experiments.

Core facility Leader:
prof. Michaela Wimmerova, Ph.D.
www.ceitec.cz/BIC
bic@ceitec.muni.cz
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